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Cytokines and chemokines are known mediators of neuroinflammation and have been correlated with an increased cognitive impairment risk
observed in neurodegenerative diseases. Early detection of these biomarkers before symptom onset may be critical for successful treatment and
prevention. However, the current screening of asymptomatic individuals is invasive and costly. As the prevalence of neurodegenerative diseases
continues to rise, there is a need for improved, easy-to-use screening tools. A challenge in developing multiplex assays for all analytes of interest
IS mitigating dilution and matrix incompatibilities. Previously developed immunoassays using electrochemiluminescent detection on the Meso
Scale Discovery platform were used to multiplex up to 10 analytes, thus conserving precious samples. The three panels reported here target

The table and chart below (Figure 2) show the correlation of native samples of all analytes in Serum (n=30), EDTA plasma (n=30), and CSF
(n=30). Samples range from having mild/moderate (16) cognitive decline to normal (30) on the MMSE scoring. MMSE scores =24 were considered
normal. An equal number of normal to cognitive decline samples were represented in each matrix. Our findings confirm the correlation of well-
characterized biomarkers in the literature and also highlight multiple cross-matrix neuroinflammatory markers such as IL-12/IL-23p40, IL-17A,
SDF-1a, MDC, and YKL-40, suggesting the involvement of glia and immune cells in early stages of cognitive decline.
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Figure 1 (A) Typical standard curves for the 10 biomarkers in the U-PLEX Alzheimer’s Disease Combo 1 (human) tested in this study. (B) Table of
the LLOD and ULOD concentrations for each analyte in the panel.
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