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O Spike Recovery and Dilution Linearity

Dilution linearity was assessed by serially diluting 20 pg/well (800 pg/mL) of different cell lysates. The calculated concentration or signal level of
each analyte versus lysate concentration is shown along with calculated hillslopes. A hillslope of 1 for the dilution series is ideal.

@ Abstract

Major challenges face the large-scale implementation of intracellular tumor biomarkers for clinical diagnosis and therapeutic development.
These challenges include non-quantitative results, insufficient assay sensitivity, and lack of multiplexing capability. For many studies, sample
volumes are limited (e.g., tumor lysates); however, it is essential to extract as much biomarker information as possible from a given sample

© Quantitation in Human Tissue Samples

Total and phospho-analytes were measured in normal and tumor human tissue lysates (obtained from Novus Biologicals) from 5 pg of sample.
Analyte levels varied across tissue types and normal/tumor status indicated by calculated concentration for calibrated assays and mean signal for

O Sensitivity

The lower limit of detection (LLOD) is a calculated concentration corresponding to the signal 2.5 standard deviations above the background (zero calibrator).
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